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3A gt -2,759 -1,815 bcd, cad, 
hb, Kr 

7F otd +37,924 +38,583 bcd, hb 

8F btd -34,117 -33,376 bcd, hb 

24A odd -3,394 -2,634  

33E pdm1 -2,519 -1,825 hb, kni 

33F pdm2 -3,596 -2,873 hb 

47A psq +45,838 +46,493  

75C rpr +6,616 +7,368  

84A Dfd -22,070 -21,370 bcd, hb 

Antp +131,348 +132,041 hb, kr, kni 

84B 

ftz +3,696 +4,389 cad 

 


